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RAW SEQUENCE LISTING J™ V^'T^ 

PATENT APPLICATION: US/09/813 , 4 59 TIME: 10:32.46 

Input Set : N:\Crf3\RULE60\09813459.txt 
Output Set: N:\CRF3\07252001\l813459.raw 

SEQUENCE LISTING 

4 (1) GENERAL INFORMATION: 

6 (i) APPLICANT: Lee, Se-Jin 

7 Cunningham, Noreen 

9 (ii) TITLE OF INVENTION : GROWTH DIFFERENTIATION FACTOR- 10 

11 (iii) NUMBER OF SEQUENCES: 26 

13 (iv) CORRESPONDENCE ADDRESS: 

(A ) ADDRESSEE: Spensley Horn Jubas & Lublt * 

15 (B ) STREET: 1880 Century Park East, Suite 500 

16 (C) CITY: Los Angeles 

17 (D) STATE: California 

18 (E) COUNTRY: USA 

19 (F) ZIP : 90067 

21 (v) COMPUTER READABLE FORM: 

2 2 (A) MEDIUM TYPE: Floppy disk 

23 (B) COMPUTER: IBM PC compatible 
94 (C ) OPERATING SYSTEM: PC-DOS/MS-DOS 
25 ( D ) SOFTWARE : Patentln Release #1.0, Version 
27 (Vi) CURRENT APPLICATION DATA: 

__ > 28 (A) APPLICATION NUMBER: US/09/813 f 459 

29 (B) FILING DATE: 25-Jul-2001 

30 (C) CLASSIFICATION: 

32 (vii) PRIOR APPLICATION DATA: 

33 (A ) APPLICATION NUMBER: 08/624,635 

3 4 (B) FILING DATE: 

36 (Viii) ATTORNEY/AGENT INFORMATION: 

37 ( A) NAME : Wetherell, Jr., Ph.D., John R. , 

38 .(B) REGISTRATION NUMBER: 31,678 

39 ( C) REFERENCE/DOCKET NUMBER: PD-3054 

41 (ix) TELECOMMUNICATION INFORMATION: 

4 2 (A) TELEPHONE: (619) 455-5100 

43 (B) TELEFAX: (619) 455-5110 
4 6 (2) INFORMATION FOR SEQ ID NO: 1: 

4 8 (i) SEQUENCE CHARACTERISTICS: 

49 (A) LENGTH: 36 base pairs 

50 (B) TYPE: nucleic acid 

51 (C) STRANDEDNESS : single 

52 (D) TOPOLOGY: linear 

54 (ii) MOLECULE TYPE: DNA (genomic) 

57 (vii) IMMEDIATE SOURCE: 

53 (B) CLONE: NSC1 

60 (ix) FEATURE: 

61 (A) NAME/KEY: CDS 

62 (B ) LOCATION: 1. .36 

65 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 36 

67 CCGGAATTCA ARGTNGAYTT YGCNGAYATH GGNTGG 

69 (2) INFORMATION FOR SEQ ID NO: 2: 
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RAW SEQUENCE LISTING DJ™= ™' 2 *?™ 

PATENT APPLICATION: US/09/813,4 59 TIME: 10:32.46 

input Set : N:\Crf3\RULE60\09813459.txt 
Output Set: N:\CRF3\07252001\l813459.raw 

71 (i) SEQUENCE CHARACTERISTICS: 

72 (A) LENGTH: 33 base pairs 

73 (B) TYPE: nucleic acid 

74 (C) STRANDEDNESS : single 

75 (D) TOPOLOGY: linear 

77 (ii) MOLECULE TYPE: DNA (genomic) 

80 (vii) IMMEDIATE SOURCE: 

81 (B) CLONE: NSC2 

83 (ix) FEATURE: 

84 (A) NAME/KEY: CDS 

85 (B) LOCATION: 1. .33 

88 (xi) SEQUENCE DESCRIPTION : SEQ ID NO: 2: ^ 
90 CCGGAATTCR CANGCRCARC TYTCNACNGT CAT 

92 (2) INFORMATION FOR SEQ ID NO: 3: 

94 (i) SEQUENCE CHARACTERISTICS: 

95 (A) LENGTH : 33 base pairs 
95 (B) TYPE: nucleic acid 

97 (C) STRANDEDNESS: single 

93 (D) TOPOLOGY: linear 

100 (ii) MOLECULE TYPE: DNA (genomic) 

103 (vii) IMMEDIATE SOURCE: 

10 4 (B) CLONE: NSC3 

106 (ix) FEATURE: 

10 7 (A) NAME/KEY: CDS 

108 (B). LOCATION: 1. .33 

111 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : ^ 

113 CCGGAATTCR CANGCRCANG AYTCNACNGT CAT 

115 (2) INFORMATION FOR SEQ ID NO: 4: 

117 (i) SEQUENCE CHARACTERISTICS: 

118 (A) LENGTH: 2322 base pairs 

119 (B) TYPE: nucleic acid 

12 0 (C) STRANDEDNESS: single 

12 1 (D) TOPOLOGY: linear 

123 (ii) MOLECULE TYPE: DNA (genomic) 

126 (vii) IMMEDIATE SOURCE: 

127 (B) CLONE: Murine GDF-10 

129 (ix) FEATURE: 

130 (A) NAME/KEY: CDS 

131 (B) LOCATION: 126.. 1553 

So" GACCCCTCCT TGTCTGTTCT CCTGGGCTCA GACCCTTCRC CACCGTTACT 

140 CAGCC ATG GCT CCA GGT CCT GCT CGG ATC AGC TTG GGG TCC CAG CTG 
1,0 AT^ ^ ^ ftrg sly SM Gl „ w 

1 5 ^ 

144 CTG CCC ATG GTG CCG CTG CTC CTG CTG CTG CGG GGC GCA GGC TGC GGC 215 
At Leu Pro Met Val Pro Leu Leu Leu Leu Leu Arg Gly Ala Gly Cys Gly 

1 4 48 CAC AGG GGC CCC TCA TGG TCC TCA TTG CCC TCG GCA GCT GCC GGT CTG 263 
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RAW SEQUENCE LISTING DATE : J7/2 5/2001 

PATENT APPLICATION : US/09/813,459 TIME: 10:32:46 

input Set : N:\Crf3\RULE60\09813459.txt 
Output Set: N:\CRF3\07252001\l813459.raw 

14 9 His Arg Gly Pro Ser Trp Ser Ser Leu Pro Ser Ala Ala Ala Gly Leu 

Js5 CAG GGG GAG AGG GAC TCC CAG GAG TCA CCC GGG GAG GCA GCA GCC GCT 311 

152 CAG GGG GAL- Abb w Ala Ala 

153 Gin Gly Asp Arg Asp Ser Gin Gin ser fro my F ^ 

IW CTG GGC CCA GGC GCC CAG GAC ATG GTC GCT ATC GAG ATG CTC AGG CTC 3 59 

157 Leu £y Pro Gly Ala Gin Asp Met Val Ala He His Met Leu Arg Leu 



HI TAT GAG AAG TAG AAC CGA AGA GGT GCT CCA CCG GGA GGA GGC AAC AGG 407 
161 Sr Glu J£ Sr Asn Arg Arg Gly Ala Pro Pro Gly Gly Gly Asn Thr 

HI GTC CGA AGG TTC CGT GCC CGG CTG GAA ATG ATC GAC CAA AAG GCT GTG 455 
"J Val Arg Ser Phe Arg Ala Arg Leu Glu Met lie Asp Gin Lys Pro Va 

100 10 1> 

tS TTC TTC AAC TTG ACT TCC ATG CAA GAC TCA GAA ATG ATC CTC ACA 503 
"5 Z Phe Asn Leu Thr Ser Met Gin Asp Ser Glu Met lie Leu Thr 

\ll GCC GCC TTC CAG TTC TAG TCA GAA CCT CCA CGG TGG CCC CGG GCT GGT 551 
173 Sa S Phe £s Phe Tyr Ser Glu Pro Pro Arg Trp Pro Arg Ala Gly 

lit GAG GTA TTC III AAG CCC CGA GCT AAG AAC GCA TCC TGC CGG CTC CTG 599 
177 Glu val Phe Cys Lys Pro Arg Ala Lys Asn Ala Ser Cys Arg Leu Leu 

III ACC CCA GGG CTG CCT GCA GGC HI GAC GTA ATC TTC GGC ACT CTT TCC 647 
m fhr Pro S Leu Pro Ala Arg Leu His Leu lie Phe Arg Ser Leu Ser 

III CAG AAC AGG GCC ACT GAG GGG CTG CTC CGG GGG GGC ATG GGG GTG AGG 
185 Gin Asn Thr Ala Thr Gin Gly Leu Leu Arg Gly Ala Met Ala Leu Thr 

fee CCT CCA CGA CGT GGC CTG TGG CAG GCC AAG GAC ATC TGC TCA ATC ATG 
189 Pro Pro Pro Arg Gly Leu Trp Gin Ala Lys Asp He Ser Ser lie lie 

III AAG GCT GCC CGA AGG GAT GGA GAG CTG CTT CTC TCT GCT CAG CTG GAT 791 
HI L^s Ma Ala Arg Arg Asp Gly Glu Leu Leu Leu Ser Ala Gin Leu Asp 

HI ACT GGG GAG AAG GAC CCC GGA GTG GGA GGG CCC ACT TCC GAC ATG CCC 
197 Thr Gly Glu Lys Asp Pro Gly Val Pro Arg Pro Ser Ser His Met Pro 

200 TAT ATG IH GTG TAG GCC AAT GAC CTG GCC ATC TCC GAA CCC AAC AGT 



20°1 Tyr lie Leu Val Tyr S£ A S n Asp Leu Ala lie Ser Glu Pro Asn Ser 

204 GTA GCA GTG TCG CTA CAG III TAG GAG CGA TTT GGA GCT GGA GAC TTT 

205 Val Ala Val Ser Leu Gin Arg Tyr Asp Pro Phe Pro Ala Gly Asp Phe 

O £ fi ZDJ 

208 HI CCT GGA GCA GCC CCC AAC AGC TCA GCT GAT CCC CGG GTG GGC AGG 

209 Glu Pro Gly Ala Ala Pro Asn Ser Ser Ala Asp Pro Arg val Arg Arg 

III GGG GCT CAG GTG TCA AAA CCC CTG CAA GAG AAT GAA CTG CCG GGG CTG 1031 
III Ma a£ Gin val Ser Lys Pro Leu Gin Asp Asn Glu Leu Pro Gly Leu 
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RAW SEQUENCE LISTING ^TE : 07/25/2001 

PATENT APPLICATION: US/09/813,4 59 TIME : 10 : 32 : 4 6 

input Set : N:\Crf3\RULE60\098134 59.txt 
Output Set: N:\CRF3\07252001\l813459.raw 

l\t GAT GAA AGA III GCG CCT GCC CTG CAT GCC CAG AAT TTC III AAG CAC 1079 
In Asp Glu Arg Pro Ala Pro Ala Leu His Ala Gin Asn Phe His Lys His 

990 GAG TTC TGG TCC ACT CCT TTC III GCA CTG AAA CCC CGC ACG GCG CGC 1127 
221 Glu Phe Z Ser Ser Pro Phe Arg Ala Leu Lys Pro Arg Thr Ala Arg 

224 AAA GAC CGC AAG AAG AAG III CAG GAC ACA TTC ACC GCC GCC TCC TCT 1175 

225 Z Asp Arg Lys Lys Lys Asp Gin Asp Thr Phe Thr Ala Ala Ser Ser 

228 III GTG CTG GAC TTT III GAG AAG ACG ATG CAG AAA GCC AGG AGG CGG 1223 

229 Gin Val Leu Asp Phe Asp Glu Lys Thr Met Gin Lys Ala Arg Arg Arg 

232 CAG TGG GAT GAG IH CGG GTC TGC TCC AGG AGG TAC CTG AAG GTG GAT 1271 



2 2 3 3 2 3 Gin Trp Asp Glu Pro Arg Val Cys Ser Arg Arg Tyr Leu Lys Val Asp 

236 TTT GCA GAC ATC GGG TGG AAT GAA TGG ATC ATC TCT CCC AAA TCC TTT 1319 

237 IZ 111 Asp lie Gly Trp Asn Glu Trp lie lie Ser Pro Lys Ser Phe 

240 GAC GCC TAC TAC TGT GCT GGG GCC TGC GAG TTC CCC ATG CCC AAG ATT 1367 
111 Asp Ala Tyr Tyr Cys Ala Gly Ala Cys Glu Phe Pro Met Pro Lys lie 

2 4 44 GTC CGC CCA TCC AAC CAT IH ACC ATC CAG AGC ATC GTC AGA GCT GTG 1415 
245 fax Arg Pro Ser Asn His Ala Thr lie Gin Ser He Val Arg Ala Val 

HI lH ATT GTC CCT GGC III CCA GAG CCA TGC TGT GTT CCA GAC AAG ATG 1463 
III fly 111 vll Pro Gly He Pro Glu Pro Cys Cys Val Pro Asp Lys Met 

252 AAC TCC CTT GGA III CTT TTC CTG GAT GAA AAT CGG AAT GCG GTT CTG 1511 

253 Asn Ser Leu Gly Val Leu Phe Leu Asp Glu Asn Arg Asn Ala Val Leu 

256 AAG GTG TAC CCC AAT ATG TCC GTA GAG ACC TGT GCC TGT CGG 1553 

257 Lys Val Tyr Pro Asn Met Ser Val Glu Thr Cys Ala Cys Arg 

960 TAAGATGGcfTCAAGATAGA AGACAGACCT GCTTCATCCC TGCCCTGCAG AGTGGCAATC 
262 TTGGAGCCAG GGACTTGACT CGGGGAGGTT CCAGGTGCTA GACAGAGCTT ACAGGCAGCC 
264 CTGCTGGGAC SaGAAAGAT CTGCCCACCA CATCGCAATT CTTCAGTTCT TCCGTGCTGG 

ZtZtcZ gtaaaga cgt gttgagttcc tggaagaaat ctggaattaa ctot^tctg 

9 6 ft TAATTTGCCC ATCATCCCTG CCCACACTTT TCAAGGCCTA GAAATAACGT GTGTCCTCAA 
270 S™aSc cIggcatttg TCCTCTCAAA ACCTAGAAAG ACTATGCAAA TCTTGGGGTA 
272 CTCCCCCCCC CCATGGCAGT TTAAATGCTG TTTTAAAACC CTCAGGCTGC ATTCTAGAAA 
274 SgggcSaa CCCATGGCAC GAGTGAGTAT TTTCTCTTAC GTTTCACTAC ACGTGCTTTT 

276 SacaScag tSgcacatg TAATCACGGT tgatttcttc ttttaatata tgtatttcta 
lit tttcaaagca aaacggagag agtcgatccc atcccctgca gaggtaataa tgcaagttag 
280 Sgt^gtS t^aagcatg tgtatggaaa taatacatac agtaatatgc tggaatacta 
282 aSaSc caIgatttta tatttttgta aattatactt tgtatactgt agattgtgag 

284 TGTTCTGTGT TTTTATGGAA AGCTAATAAA TTAAAGGTGC GGAGGTATC 
287 (2) INFORMATION FOR SEQ ID NO: 5: 
289 (i) SEQUENCE CHARACTERISTICS: 



1613 
1673 
1733 
1793 
1853 
1913 
1973 
2033 
2093 
2153 
2213 
2273 
2322 
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RAW SEQUENCE LISTING . ^TE: 07/25/2001 

PATENT APPLICATION : US/09/813,4 59 TIME: 10.32.46 

input Set : N:\Crf3\RULE60\098134 59.txt 
Output Set: N:\CRF3\07252001\I813459.raw 

290 (A) LENGTH: 476 amino acids 

291 (B) TYPE: amino acid 

292 (D) TOPOLOGY: linear 
294 (ii) MOLECULE TYPE: protein 

lit „ et ^^X^™™^^ - ™ - "° 

301 Met v,l Pro Leu Leu Leu Leu Leu Ar, Gl, Ala Gly cys Gly His Arg 

9D 2 5 

304 Gly Pro ser Tr P Ser Ser Leu Pro Ser Ala Ala Ala Gly Leu Gin Gly 

111 Asp Arg Asp Ser Gin Gin Ser Pro Gly Asp Ala Ala Ala Ala Leu Gly 

flO Pro Gly Ala Gin Asp Met Val Ala He His Met Leu Arg Leu Tyr Glu 

313 Lys Tyr Asn Arg Arg Gly Ala Pro Pro Gly Gly Gly Asn Thr Val Arg 

316 Ser Phe Arg Ala Arg Leu Glu Met lie Asp Gin Lys Pro Val Tyr Phe 



III Phe Asn Leu Thr Ser Met Gin Asp Ser Glu Met He Leu Thr Ala Ala 



105 



120 



125 



322 Phe His Phe Tyr Ser Glu Pro Pro Arg Trp Pro Arg Ala Gly Glu Val 

323 130 

325 Phe Cys Lys Pro Arg Ala 

328 III Leu Pro Ala Arg Leu His Leu He Phe Arg Ser Leu Ser Gin Asn 



325 Phe Cys Lys Pro Arg Ala Lys Asn Ala Ser Cys Arg Leu Leu Thr Pro 



331 Thr Ala Thr Gin Gly Leu Leu Arg Gly Ala Met Ala Leu Thr Pro Pro 



165 



334 Pro Arg Gly Leu Trp Gin Ala Lys Asp He Ser Ser He He Lys Ala 



185 



337 Ala Arg Arg Asp Gly Glu Leu Leu Leu Ser Ala Gin Leu Asp Thr Gly 



200 



"o Glu lys Asp Pro Gly Val Iro Arg Pro Ser Ser His Met Pro Tyr He 



215 



220 



34 

3I3 Leu Val Tyr Ala Asn IZ Leu Ala He Ser Glu Pro Asn Ser Val Ala 



230 



235 



245 



250 



lit val ser Leu Gl„ Arc, Tyr Asp Pro Phe Pro Al, Gly Asp Phe Glu Pro 
349 Gly Al. Al, III Asn ser Ser Ala Asp Pro Arc, val Arg Arc, Ala Al, 
352 Glu val sir Lys Pro Leu Gl- Asp Asn Glu Leu Pro Gly Leu Asp Glu 
355 Ar„ III Al. Pro Ala Leu His Ala Gin Asn Phe His Lys His Glu Phe 



310 315 



358 Trp Ser Ser Pro Phe Arg Ala Leu Lys Pro Arg Thr Ala Arg Lys Asp 

361 Arg Lys Lys Lys III Oln Asp Thr Phe Thr Ala Ala Ser Ser Gin Val 

362 340 345 
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VERIFICATION SUMMARY ™*> V/IV-IT 

PATENT APPLICATION: US/09/813,459 TIME : 10.32.47 

input Set : N:\Crf3\RULE60\09813459.txt 
Output Set: N:\CRF3\07252001\l813459.raw 

L :28 M:220 C: Keyword misspelled or invalid format, JJA) f^^—' 1 
L:29 M:220 C: Keyword misspelled or invalid format, [(B) FILING DATE 
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STATISTICS SUMMARY DATE: 07/25/2001 

PATENT APPLICATION: US/09/813 , 4 59 TIME: 10:32:47 

Input Set : N:\Crf3\RULE60\098134 59.txt 
Output Set: N:\CRF3\07252001\I813459.raw 

Application Serial Number: US/09/813,459 

Alpha or Numeric: Alpha 

Application Class: 

Application File Date: 07-25-2001 

Art Unit: 

Software Application: Patentln 
Total Number of Sequences: 26 
Total Nucleotides: 2424 
Total Amino Acids: 2957 
Number of Errors : 0 
Number of Warnings: 0 
Number of Corrections : 1 

MESSAGE SUMMARY 

220 C: 1 (Keyword misspelled or invalid format) 
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